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NAME 

Rodin, Andrei S. 
eRA COMMONS USER NAME 

arodin 

POSITION TITLE 

Assistant Professor 

EDUCATION/TRAINING  (Begin with baccalaureate or other initial professional education, such as nursing, and include postdoctoral training.) 

INSTITUTION AND LOCATION DEGREE 
(if applicable) YEAR(s) FIELD OF STUDY 

Novosibirsk State University, Russia B.S. 1992 Mathematical Genetics 
University of Texas Health Science Center,  
School of Biomedical Sciences, Houston, TX 

M.S. 1997 Genetics 

University of Texas Health Science Center, 
School of Biomedical Sciences, Houston, TX 

Ph.D. 1999 Genetics 

 
A. Positions and Honors.  
 

Positions and Employment 
1992–1993 Research Assistant, Department of Complex Systems, Instituto de Physica, National 

 Autonomous University of Mexico, Mexico City, Mexico 
2000-2003 Research Fellow, Human Genetics Center, School of Public Health, University of Texas,  
  Houston, TX 
2003-present Assistant Professor, Human Genetics Center, School of Public Health, University of Texas 
 
Honors  
1994 Howard Hughes Medical Institute Predoctoral Fellowship, Honorable Mention List 
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