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Education:    
      Degree  Date  Major Field 
 
University of Texas,     B.A.  1978  Anthropology 
 Austin, Texas 
University of Michigan,                                
 Ann Arbor, Michigan   Ph.D.  1983  Human Genetics  
Stanford University  Medical School,    
 Stanford, CA    Postdoctoral 1985  Molecular Genetics 
   
Present Position:    
   
2000-Present Professor with tenure, Human Genetics Center, School of Public Health, 

University of Texas Health Science Center at Houston, Houston, TX. 
 
Previous Positions:  
   
1978 – 1983 Predoctoral Fellow and Trainee, Human Genetics, Genetics Training Grant (NIH), 

University of Michigan, Ann Arbor, MI.  
   
1983 – 1985 Postdoctoral Fellow, Pathology Department, Stanford University Medical School, 

Stanford, CA.  
 
1985 - 1989 Assistant Scientist, Department of Genetics, Southwest Foundation for 

Biomedical Research (SFBR), San Antonio, TX.  
 
1986 - 1990 Assistant Professor, Department of Cellular and Structural Biology, University of 

Texas Health Science Center at San Antonio (UTHSCSA) San Antonio, TX. 
 
1990 – 1993 Associate Scientist, Department of Genetics, SFBR, San Antonio, TX. 
 
 
1990 - 1993 Associate Professor, Department of Cellular and Structural Biology, UTHSCSA, 

San Antonio, TX. 
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1994 – 1999 Chairman and Scientist, Department of Genetics, SFBR, San Antonio, TX.  
 
1994 – 1999 Professor, Department of Cellular and Structural Biology, UTHSCSA, San 

Antonio, TX 
 
Professional Societies:     
       
American Association for the Advancement of Science 
American Heart Association (Fellow, Council on Arteriosclerosis, Thrombosis, and Vascular  

Biology) 
American Society of Human Genetics  
 
Boards and Committees: 
 
Editorial Board for AHA journal: Arteriosclerosis, Thrombosis, and Vascular Biology 
 
Awards: 
 
Phi Beta Kappa, 1978  
NIH Predoctoral Traineeship, 1978 - 1982  
University of Michigan Cancer Research, 1983        
American Cancer Society Postdoctoral Fellowship, 1983 – 1985 
Gilbert W. Beebe Fellowship, The National Academies of Sciences (2003-2004) 
 
Manuscript Reviewer: 
 
American Journal of Human Genetics 
Arteriosclerosis, Thrombosis, and Vascular Biology 
Atherosclerosis 
Circulation 
Genomics 
Human Biology 
Journal of Lipid Research 
Nature Medicine 
New England Journal of Medicine 
 
Grant Reviewer: 
 
National Institutes of Health 
National Science Foundation 
 
Academic activities 
   
UT-Houston School of Public Health 
 Chair, Epidemiology Division Search Committee 
 MPH and DrPH Committees  
 MS and PhD Committees   
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UT-Houston 
 Faculty member, UT Medical School at Houston Medical Genetics Training Program 
 
UT-Houston Graduate School of Biomedical Sciences (GSBS) 
 Director, Human and Molecular Genetics Program 
 Member, GSBS Program Coordinating Committee 
 MS and PhD Committees 
 
 Teaching: 

Course coordinator, “Molecular and Cellular Approaches in Human Genetics” 
Course coordinator, “Current Topics in Human and Molecular Genetics 

 Lecturer, “Genetic Epidemiology of Chronic Disease”  
 Lecturer, “Genetics of Human Disease” 
 Lecturer, “Epidemiologic Proposal Development” 
 Lecturer, “Advanced Methods In Epidemiology II” 



 4

Current Grant Support 
 
U01-HL072507         09/30/02 – 08/31/07 
NIH/NHLBI 
Genetic Epidemiology of Blood Pressure Intervention 
This project will investigate the role of genetic and environmental factors and their interactions 
on essential hypertension in families from rural China. 
 
 
U01-HL072524            09/30/02 – 08/31/07 
NIH/NHLBI 
Genetic and Environmental Determinants of Triglycerides 
This project focuses on the interaction of genetic and environmental factors to influence 
interindividual TG response to dietary challenge and drug intervention. 
 
 
R01-HL072810         06/01/03 – 05/31/07 
NIH/NHLBI 
Modeling DNA Diversity in Reverse Cholesterol Transport 
This Collaborative Research Project grant addresses four questions: 1) How much genetic 
variation exists in genes that influence reverse cholesterol transport (RCT)? 2) Which DNA 
sequence variations (or combination of variations) are responsible for the effects of each gene 
on interindividual variation in measures of RCT? 3) Which combination of genes has the 
greatest impact on interindividual variation in measures of RCT? and 4) Is there evidence for 
gene-by-gene and genotype-by-environmental interactions? i.e., are the effects of particular 
genetic variations homogeneous between genders, among strata within populations and among 
populations that differ in genetic and environmental backgrounds? 
 
 

P50-GM065509           09/01/01 – 08/31/07 
NIH/NIGMS 
Genomic Approaches to Common Chronic Disease 
This project will test all genes on chromosome 19 that are expressed in the liver using SNPS for 
association studies with multiple disease-related phenotypes in subjects from the NIH CARDIA 
Study. 

 
 
 
PO1-HD047609-01A1 Wadhwa (PI)            07/1/05 – 06/30/10 
NIH/NICHD 
Gene-Environment Interactions in Human Parturition 
Project 1:Population Structure of Genetic Variation in Pregnancy  
Project 1 of this program project will characterize patterns of genetic variation at candidate loci 
involved in human parturition in three racial/ethnic groups (African Americans, Caucasians, 
Hispanics).  This information will be used to guide genotyping and statistical analyses to 
identify polymorphisms that influence premature birth in these racial/ethnic groups. 

 
PO1-HD047609-01A1               07/1/05 – 06/30/10 
NIH/NICHD 
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Gene-Environment Interactions in Human Parturition 
Core C: Genotyping Core 
Core C is responsible for high-throughput genotyping of DNA samples from mother-offspring 
pairs for candidate genes involved in human parturition.  DNA variants will be chosen for 
genotyping based on structures of genetic variation as determined in Project 1. 

 
RO1-HL080443-01A1               03/15/06 – 02/28/10 
NIH/NHLBI 
SNPs and Extent of Atherosclerosis (SEA) Study 
The SEA project will perform Genome Wide Association (GWA) to identify genes and 
polymorphisms that influence atherosclerosis and related phenotypes. 
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